Introduction
ionization mass spectrometry (ESI-MS) in positive mode. The probe capillary voltage was set 140 at 3 kV, sheath gas at 11 mL/h, nebulizer pressure at 20 psi and desolvation temperature at 141 250 °C. Nitrogen gas was used as the collision gas in the collisionally-induced dissociation 142 mode for the MS/MS analysis and the collision energy was set at 10 eV. The Agilent
143
MassHunter software was used to analyse the MS data (How et al., 2015; Yin et al., 2012) .
144
Known amounts of synthetic AHLs (Sigma, St. Louis, MO) were injected as standards.
146

Results and discussion
147
Whole-genome shotgun sequencing of A. veronii strain 159 was performed recently using showed high similarities between strain 159 and its close neighbours, with at least 90% 160 similarity (Fig. 2) . This possibly indicates that these Aeromonas species were found to have clinical samples (Chan et al., 2011) . In this study, the production of only a single type of AHL, 
